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Items: 1t0 20 0f 23  Selected: 19 Page 1 of2 Next> Last>>
[i] Showing Current, Replaced and Discontinued items.
Name/Gene ID  Description Location Aliases

v
LOC105330261
D: 105330261

v
LOC105341299
ID: 105341299

v
LOC105330146
ID: 105330146

.
LOC105330143
D: 105330143

"
LOC105318064
ID: 105318064

v
LOC105318059
ID: 105318059

.
LOC105333269
D: 105333269

w
L687_RS27655
ID: 23840616

M636_15495

ID: 16892582

M636_11100
ID: 16891707

M636_02115
ID: 16890582

M636_04750
ID: 16890325

.
LOC105325681
D: 105325681

v
LOC105343249
D: 105343249

v
LOC105320594
ID: 105320594

Loc105318062 [pkaline tissue-r ific isozyme-like [Ci
igas (Pacific oyster)]

alkaline tissue-r ific isozyme-like [Cr
gigas (Pacific oyster)]
alkaline phosphatase-like [Crassostrea gigas (Pacific oyster)]

alkaline phosphatase-like [Crassostrea gigas (Pacific oyster)]

alkaline phosphatase-like [Crassostrea gigas (Pacific oyster)]

alkaline tissue-r ific isozyme-like [Ci

gigas (Pacific oyster)]

alkaline tissue-r ific isozyme-like [Ci

gigas (Pacific oyster)]

alkaline tissue-r ific isozyme-like [Ci

gigas (Pacific oyster)]

alkaline i i itypic MF109]

alkaline [Vibrio i 01:K33 str. CDC_K4557] Chromosome |, NC_021848.1 (1559589..1561262,
A discontinued complement)

alkaline [Vibrio i 01:K33 str. CDC_K4557] Chromosome |, NC_021848.1 (611149..612726,
A discontinued complement)

alkaline [Vibrio p icus O1:K33 str. CDC_K4557] Chromosome II, NC_021822.1 (435388..437157,
A discontinued complement)

alkaline [Vibrio icus O1:K33 str. CDC_K4557] Chromosome I, NC_021822.1 (1046809..1048098,
A discontinued complement)

uncharacterized LOC105325681 [Crassostrea gigas (Pacific oyster)]

uncharacterized LOC105343249 [Crassostrea gigas (Pacific oyster)]

uncharacterized LOC105320594 [Crassostrea gigas (Pacific oyster)]

CGI_10014131

CGI_10005702

CGI_10006640

CGI_10010132

CGI_10010131

CGI_10014130

CGI_10014128

CGI_10014047

L687_RS27655,

L687_13865

M636_15495

M636_11100

M636_02115

M636_04750

CGI_10021145

CGI_10017927

CGI_10025890

PREDICTED: alkaline phosphatase-like isoform X1 [Crassostrea gigas]

— NCBI Reference Sequence: XP_011413259.1
Identical Proteins FASTA  Graphics

Go to: (v l

LOCUS XP_011413259 528 aa linear INV 27-FEB-2015

PREDICTED: uncharacterized protein LOC105329788 [Crassostrea gigas]

NCBI Reference Sequence: XP_011429507.1
Identical Proteins FASTA  Graphics

Go to: (v

LOCUS XP_011429507 598 aa linear INV 27-FEB-2015

PREDICTED: uncharacterized protein LOC105329167 [Crassostrea gigas]

NCBI Reference Sequence: XP_011428651.1
Identical Proteins FASTA  Graphics
LOCus XP_011428651 458 aa linear INV 27-FEB-2015

PREDICTED: alkaline phosphatase, tissue-nonspecific isozyme-like isoform X1
[Crassostrea gigas]
NCBI Reference Sequence: XP_011430173.1

Identical Proteins FASTA ~ Graphics
Goto: (v)

LOCUS XP_011430173 514 aa linear INV 27-FEB-2015

PREDICTED: uncharacterized protein LOC105321820 [Crassostrea gigas

NCBI Reference Sequence: XP_011418575.1
Identical Proteins FASTA  Graphics

Go to: (¥ ‘

Locus XP_011418575 474 aa linear INV 27-FEB-2015

PREDICTED: uncharacterized protein LOC105325681 isoform X2 [Crassostrea
gigas]

NCBI Reference Sequence: XP_011423646.1

Identical Proteins FASTA  Graphics

Go to: (v

LoCcus XP_011423646 713 aa linear INV 27-FEB-2015
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